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tgtttgcatt 


aagttcatag 


at tataattt 


gtaatggaat 


caacaccaaa 


tgcaaattag 


bO 


aaagagagc c 


cactttgctc 


acccagt cac 


gtct tcccat 


gtaaccatag 


aacgttgggg 


120 


tcctgtgtct 


ttctagatcc 


ac agtcttgc 


zczc agaaca 


ggctagccac 


accacaggcc 


180 


tagtgocagg 


acccatggcc 


tttttttaag 


ctcagactcc 


cttctgtgaa 


cagcaatatc 


240 


cooacaactt 


gtacaacat t 


ggtgcttcct 


gcaagggota 


cagaactatt 


tgatacgaaa 


3 00 


atgttcattg 


acttacaca c 


aagagaagca 


caaaataaaa 


aat taataat 


taatttaatg 


3 (5 0 


tct ttgaaaa 


tgtai::cat 1 1 


at 1^ u ua.:^(3. u 


.,„ggggtcat 


aagaat tgta 


t tacacttaa 


420 


gaatg :aata 


caat ttgaag 


atoagattt t 


tctc cct ttg 


tgagaatttc 


tcagtatgtg 


4 80 


tgatgactac 


oaagaaatoa 


tagocagt ca 


taaattcagt 


gagttactca 


taaacgaaca 


54 0 


agaaccacot 


aottcttggg 


gaggtaggtc 


tgcttccctt 


caact cagga 


tacaactgct 


6 0 0 


ttcaactg ::t 


ttcttcaca t 


t agotgacta 


attagct aga 


agcctgtcgt 


aaacaatt tt 


6 6 0 


atggt tgaot 


octt ccctgg 


gct-agggtt 


c rctagaa ::a 


gagaggtccc 


caaat cccgg 


720 



(J 



(18 0 9) 



(2252 ) 



^4 00> 1 



1 



tct-gtggcct gtrcgcctaa gctctgrctc ctgccagatc agcaggcagc attagattct 780 
cataggagct ggacgcctat tgtgaact:gc gcatgtgcgg gatccagatt gtgcactctt 84 0 
tatgagaatc taactaatgc ttgatgacct atccgaacca gaacaatttc atcctgaaac 900 
catcccccac caatccatag aaataccgtc ttccacaaaa atgatccctg gtgccaaaaa 960 
tgttagagac cactccccta aaactctctt cttagctctc a':ct:cctgta ttactatctc 1020 
atctcagtac attgaagccc ccatctt:tt:c cccatggatg cctcatttcc tattiagggag 1030 
gcatt^tttr attttctgtt tttattttct tccgagacgg agtctcgct:: tgtcgccaag 1140 
gccggagtgc agrgg::gcga tctcggctca ctgcaagctc cgcctcccgg gttcacgcca 1200 
!:tctcctgcc tcagcctccc aagtagctgg gac::acaggc gcccgcacta cgcccggcta 12 ']0 
attttttgta tttttagtag agacggggtt tcaccgtggc agccaggatg gtctcgatct 1320 
cctgacctcg tgatccgccc gccttggcct cccaaagtgc tgggattaca ggcgtgagac 13 80 
cgcgcccggc cgtcatttgg tatgtcttaa tgtgcctcag gacctagcac agtccctggt 1440 
acccagtaga gacctatgta atgttcgtta ttcaataata aatacatgaa ttaaagagtg 1500 
■^■^^'d^gg^tt ttgtaatgtt acgactgata gagaaatact cagtgattct aagggatggg 1560 
gaagaacggt tggagctaga ggttgtgctc aggaaactat taaatagacg ttccgcagga 1620 
agggattgac gaagtgtgag gttaatgagg aagggaaaat agaatataaa atttggtggt 16 80 
ggaaaagatc tg^ttcatga tgccgcgtca gagagcaaag ctcctgtcct tttggcctaa 1740 
tttggtgatg ctgttcttgg gtctaccaca cctccttttg ccctccgcag gagcctgtgt 1800 
tggaagag atg gtg atg ggc ctg ggc gtt ttg ttg ttg gtc ttc gtg ctg 1850 
Met Val Met Gly Leu Gly Val Leu Leu Leu Val Phe Val Leu 
15 10 
ggt ctg ggt ccg acc cca ccg acc ctg get cag gat aac tec agg tac 1898 

Gly Leu Gly Leu Thr Pro Pro Thr Leu Ala Gin Asp Asn Ser Arg Tyr 

15 20 25 30 



aca cac ttc ctg acc cag cac tat gat gcc aaa cca cag ggc egg gat 1946 

Thr His Phe Leu Thr Gin His Tyr Asp Ala Lys Pro Gin Gly Arg Asp 

35 40 45 

gac aga tac tgt gaa age ate atg agg aga egg ggc ctg ace tea ecc 1994 

Asp Arg Tyr Cys Glu Ser lie Met Arg Arg Arg Gly Leu Thr Ser Pro 
50 55 60 



7 



tgc aaa gac ate aac aca ttt att cat ggc aac aag cgc age ate aag 2042 

Cys Lys Asp He Asn Thr Phe He His Gly Asn Lys Arg Ser He Lys 

6 5 7 0 7 5 

gee ate tgt gaa aac aag aat gga aac ect cac aga gaa aac eta aga 



2 0 9 0 



Ala He Cys Glu Asn Lys Asn Gly Asn Pro His Arg Glu Asn Leu Arg 
80 35 90 

ata age aag tet tct ttc cag gte ace act tgc aag eta cat gga ggt 213 8 

He Ser Lys Ser Ser Phe '7ln Val Thr Thr Cys Lys Leu His Gly Gly 
3S 100 10 5 110 

tee ccc tgg cet cea tgc cag tac cga gcc aca gcg ggg ttc aga aac 2186 

Ser Pro Trp Pro Pro Cys Gin Tyr Arg Ala Thr Ala Gly Phe Arg Asn 
115 12 0 12 5 



gtt gtt gtt get tgt gaa aat ggc tta ect gte cac ttg gat cag tea 2234 

Val Val Val Ala Cys Glu Asn Gly Leu Pro Val His Leu Asp Gin Ser 
130 135 140 



att ttc egt cgt ecg taa ceagegggce cctggtcaag tgetggctet 2282 

He Phe Arg Arg Pro 
145 

getgtcettg ccttccattt cecctetgca eccagaacag tggtggeaac attcattgee 2342 
aagggeeeaa agaaagaget acetggacet tttgttttct gtttgaeaac atgtttaata 2402 
aataaaaatg tettgatatc agtaagaarc agagtcttet caetgattct gggcatattg 2462 
atetttccce cattttctet acttggctgc tccetgagag gactgcatag gatagaaatg 2522 
ectttttett ttcttttegt tttttttttt tttttttttt gagatggagt eteactctgt 2582 
cgcecagget taagtgcaat ggcacaatet cggcteactg caacetetet cteetgggtt 2642 




caagtgattc tcctgcctca gcctcccaaa 
cctggctaat ttttgtgfit ttagtagaga 
ttgaactcct gacctcggga gatccgccca 
gcatgagcca ctgagccggg ccactttttc 
gaggtagact ttacctctct gtgaaggaaa 
g:iaaaattcc agggctcgta gctactaagc 
ctgtcaaatia ataagctaat attacttcta 
a^gaccaagt accaacatac caacagatta 
acacacatat aca^ratatgr aatccagcat 
ttttgtctta atcgagagat aattttgatg 
cgtcatggtt artttatata aaattcaaaa 
tactttatca actaatgtct ggcaagtgtg 
ccaggcgctt atctcacgct tgtaatccag 
gaggtcaaga gatcaagacc atcctggaca 
gtgaaaatta gctgggcgtg gtggcacaca 
gcaggagaat cgcttgaacc taggaggcgg 
cactccaqcc tgggcgacag agcgagactc 
ccagtttatc ccagtttatc ccttattctt 
acataactta ggttaacaca ctctttgtaa 
ttagcttcct gttaactaat ttctgttgac 
ttgccaataa attagttata agtcgccagt 
ggtctcagta ttccctatgg tggcttctcc 
aagccgtggc tccccaatgc tcaggttata 
ccagcctcac tgaaagtatt caaatttagg 
tgcttagcac aagaatctct cttccttggg 
attccttaag aaaataggaa aaagtattcc 
taccaaatct caaaaacctc tcaggaaatg 
ggcccttttc tcaagttctc cttccagtgc 
agatcatcgc tgccactcaa ggccttgata 
atcgatcaca gcataagctg tgaaaaccca 
atcatcgcat agtttgctct ggtgttcagg 
cagtgggatg ggagtgtttc ctgacctgcc 
agtccttttt ggtctgggcc tcttgttcta 
gtcaagtcac aggcaggtca ttttatcctg 



t^igctgagat tacaggcatg caccaccaca 170:: 
cagggtttca ccgttttggc caggttggtc :.7(;.j 
cc:t::ggcctc tctttgtgct gggattacag 2821: 
cttatcagtc agtttttaca agtcattagg 2Se:: 
gt:atggtatg tcgatctaca gagagagatg 2942 
agaatttcca agataggcaa attgtttttt ::-002 
caaatatgag accttggaga gaagtttcca 30^:2 
ttatagtttc tctcactctt acacacacac 3122 
gaataccaaa attcattcag ggtagccacc .■:'.l---2 
tttgaatgga atgctcccag gatattctct 2242 
accaattaca ttacttcctc tgtaatcttt 3302 
atgttttggg gaagttarag aagattccgg 33C2 
-actttggga agctgaggcg gacagatcac 3422 
acatggtgaa accttgtctc tactaaaaac 34o2 
cctatagtcc cagctactcg ggaggctgag 354 2 
aggttgcact gagccgagat cacgccactg 3 602 
catctcaaaa aaaaaaaaaa aagaaagatc 36-:2 
cctcaattct caagatttgt ttttaagtta 3722 
aatacactgt tcaatctaca gactcagtgg 3782 
aggtacttgg atattttatt tagaaagtgg 3842 
ttcactgcct tgtgaacaca taattattgt 3902 
tgctcctggt attgccctga aatgggccaa 3962 
gaacattgtc caggtaccac ctaggagagc 4022 
aatgggtttg agaagtaggt agctggtatg 4082 
ttagtctgtt tcaaaactga aaacactgtc 4142 
aaacctctgt cactagaaaa tttgccatat 4202 
agaaagtccc agtttctggt aaactatttg 4262 
tatttccttg aggtgaggca aagttactca 4322 
gggcaagtga aaggcatgga ccattattat 4382 
catcttctcc aaacatctgc ttggagcatt 4442 
gaaatcgctg tttcatagga aatcacatgg 4502 
gatggtactg gcacctgagc aagcattcct 4562 
tcacaaccac aagctgttta aaataaaaac 4622 
cgtgaatcaa ttgaag 4668 



<?A0> 2 
<211> 147 
<:!12> PRT 

< ~l 1 3 > Homo sapiens 
<-iOO> 2 

Met Val Met Gly Leu Gly Val Leu Leu Leu Val Phe Val Leu Gly Leu 
15 10 15 

Gly Leu Thr Pro Pro Thr Leu Ala Gin Asp Asn Ser Arg T^^^r Thr His 
2 0 2 5 3 0 

Phe Leu Thr G-ln His Tyr Asp Ala Lys Pro Gin Gly Arg Asp Asp Arg 
35 40 45 

Tyr Gys Glu Ser lie Met Arg Arg Arg Gly Leu Thr Ser Pro Cys Lys 

50 55 60 

Asp lie Asn Thr Phe lie His Gly Asn Lys Axy Sex lie L>'s Ala lie 

65 70 75 80 



Gys Glu Asn Lys Asn Gly Asn Pro His Arg Glu Asn Leu Arg lie Ser 

85 90 95 

Lys Ser Ser Phe Gin Val Thr Thr Cys Lys Leu His Gly Gly Ser Pro 
100 105 110 

Trp Pro Pro Cys Gin Tyr Arg Ala Thr Ala Gly Phe Arg Asn Val Val 
115 120 125 

Val Ala Cys (^lu Asn Gly Leu Pro Val His Leu Asp Gin Ser lie Phe 
130 135 140 



Arg Arg Pro 



14S 



<2:o> 3 

•:211> 18 
■:jl2> DNA 

■ :;213> Artificial Sequence 

<^:. o> 

■■:::23> Description of Artificial Sequence: 

phosphorothioate oligodeoxynucleot ide 

<400> 3 

gaiigagatgg tgatgggc 
<110> 4 

< n > 18 

■:112> DNA 

-:.213> Artificial Sequence 

< 1 2 0 > 

<223> Description of Artificial Sequence: 

phosphorothioate oligodeoxynucleot ide 

<400> 4 

gcccatcacc atctcttc 

<210> 5 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 

phosphorothioate ol igodeoxynucleot ide 



<400> 5 

acacggcatc atgaatca 

.:210> 6 
.:;.ii> 18 
<:,12> DIJA 

._13> Artificial Sequence 
- 2 2 C' > 

.;222> Description of Artificial Sequence: 

phosphorothioate oligodeoxynucleotide 

';4 00> 6 

ccaggggccc gctggtta 
<210> 1 

<; 2 1 1 1 3 
<^12> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 

phosphorothioate oligodeoxynucleotide 

<400> 7 

accaaatttt atattcta 

<210> 8 

<211> 18 

<2I2> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 

phosphorothioate oligodeoxynucleotide 



/ 



^ 4 0 0 > 3 

raqgcccatc ac^catca-: 18 



: 12 



18 

Art if icial Sequeiict 

n)escr ipt: ion of Ai 
phosphorothioate ol igodeoxynucleot ide 



<4 00:' 9 

qoi::oaggccc atcacoa*. 18 

< 2 i !:) > 1 0 
" 1 1 ■ ■ 18 

;.:1.2:' DNA 

<J13> Artificial Sequence 

< 120 > 

<223> Description of Artificial Sequence: 

phosphorothioate ol igodeoxynucleot ide 

<4 00> 10 

tctctgacac ggcatcat 18 



8 



